ry i.MpH t t q h 



<1I0-* DeJonq, Jeff L. 

vl20"- Transcription Factor: 

< 1 8 0 1 1 9 9 4 : - 1 0 8 3 

<1 4 0 - Oh -'7 03, 8 09 

< 1 4 1 > 2 0 J 0 - 1 0 - 0 C) 

< 1 5 0 > 09 '326, 529 

< 1 5 1 > 1 9 ;»9-06-04 

■:160;> 18 

■:17Q:> Pa*:, en tin version 3.1 

■:210> 1 

■:211> 1617 

•:212> DMA 

o213> Homo s a pi en 

•:4 00;> 1 



' 3;. 0 ;;. JUW 1 J 2002 
[ECH C ^ J tR mO.fflffl rcwTcq ^GO/2900 

RECEIVED 

JUN 1 3 2002 
TECH w-c R16f)0/2goo 



gctggaggtg 


ctgtcatggc 


ctgcctcaac 


c c g g t g c c t a 


a act ctacag 


at ctgt aatt 


6 


gaa gatgt a..: : 


t t gaaggagt 


tcggaatct a 


1 1 1 g c t g a a g 


aaggtat aga 


ggaacaagt t 


12 


t t. a a a a q a c *:. 


tqaagoagcc 


c t g eg g a a a c c 


aaggtt ttgc 


agtetaaagc 


a. a cag a aga c 


18 


ttcttcaga.: 


atagcatcca 


at cacctctg 


tttact ctt c 


agt t gecgea 


cagcttg:ac 


2 4 


c aaaca ttge 


a a t c g r c a a c 


agcat carta 


gttatt cctg 


c t g g t a g a a c 


t cr t cca agt 


3 0 


tttaccac a g 


cagaact ggg 


cacttcaaac 


t c c a g t. q c a a 


act: tacttt 


tcctggt tat 


3 6 


eccatt catg 


r.accagcagg 


tgtqacacta 


cagact gt at 


ttggtcacct 


1 1 at aaagt c 


42 


a a t a t a c c a a 


t f a f tr cit g a c 


a q a a a c 1 1 c t 


gqaaqaq cag 


gt attcttca 


g c ate c aatt 


48 



gat at act tg t a t c t cct eg aaa t: gagcat. aaaa t cat qc e;g c jagctt 



a i - a i - j ; 



a 1 1 o q y g 1 1 a c t g a t g a t g a t a 1 1 q g t; g a a a 0 a a 1 1: c a a g t a g a t g g a a g c g g t g a t a c a 1 0 3 0 

uCttccaa t g aagaaatagq aagt. a ca a qa gatqcagaLg agaatqaatt tctagggaat 114 0 

attgacgqgg gagatctgaa gqtacct.gaa qaagaagctg aaagtatttc aaatgaggal 1200 

t Cficiccac a a aoagtagtga taatgaagac catcaagoaa a^attgtaga agaggaccct 1260 

ttaaattet. ;} gagatgatgr t. agtgaacaq qatqtqccag ajccqt. ttga cacgqat. aat 1320 

goaar t gt ::t. gtaagtatga raagattcat ogaagcaaqa ajaaatggaa at tct 3t ttg 1330 

aaagatggtg ttatgtgttt tggagggaga gactatgtat ttgcaaaagc cattggtgat 14 4 0 

gcagagtg :rt aaaccttgtg agctcagtac atctattttg tgaacatcag ttggaitata 13(30 

*;r nr-atar r g tgaattcatt tttatttrga atatagtcca gcacagagct gttcaaattt 1560 

ttaqttca :t gt.atggaatt taataaaatt ataattcaga tgcagataca attacao 1617 



-::?10> 2 

<211> 47 3 

<212 > PPT 

<2 1 3 > Homo sapien 

< 4 0 0 > 2 

Met Ala Gys Leu Asn Pro Val Pro Lys Leu Tyr Arg Ser Val lie Glu 
1 5 10 15 



Asp Val lie Glu Gly Val Arg Asn Leu ?he Ala Glu Glu Gly He Glu 

2 j 2 5 30 



Glu Glri Val Leu Lys Asp Lou Lys Gin Leu Trp Glu Thr Lys Val Leu 
3 3 4 0 4 5 



- i iiiy His Leu Tyr Lys Val Asr Va^ Pi o lie P> •; Val. Thr Giu Thr 
135 li5 140 



P • o Giy Arq Aid Gly lie Lou Gin His Pro lie (.;ln Gin Val Phe Gin 

1 4 5 " J 150 is 5 :oo 



Gin Leu Gly Gin Pro Per Val lie Gin Thr Per Val Pro Gin Leu Asn 
16P 170 175 



Pro Trp Per Lou Gin Ala Thr Thr Gin Lys Per Gin Arq lie Glu Thr 
180 1 85 1.90 



Val Leu Gin Gin Pro Ala lie Leu Pro Ser Gly Pro Val Asp Arg Lys 
195 200 205 



His Leu Glu Asn Ala Thr Ser Asp lie Leu Val Ser Pro Gly Asn Glu 
210 215 220 



His Lys lie Val Pro Glu Ala Leu Leu Cys His Gin Glu Ser Ser His 

225 230 235 240 



Tyr lie Ser Leu Pro Giy Val Val Phe Ser Pro Gin Val Ser Gin Thr 

245 250 255 



Asn Ser Asp Val Glu Ser Val Leu Ser Gly Ser Ala Ser Met Ala Gin 

2 60 2 65 2 7 0 



H5 3 60 50 5 



Glu Asm Glu Phe Leu G 1 y Asm Lie Asp Gly ("My Asp .Leu Lys Val Pro 



Glu Glu Glu Ala Asp He Ser Asm Glu Asp Ser Ala Thr Asn Ser 

38 5 3a0 3 95 100 



Ser Asp Asm Glu Asp Pro Gin Val Asm He Val Glu Glu Asp Pro Leu 
4 0 5 4 10 4 15 



sn Ser Gly Asp Asp Val Ser Glu Gin Asp Val Pro Asp Leu Phe Asp 
420 425 430 



Thr Asp Asn Val He Val Cys Gin Tyr Asp Lys He His Arg Ser Lys 
435 440 445 



Lys Trp Lys Phe Tyr Leu Lys Asp Gly Val Met Cys Phe Gly Gly 
4 50 4 55 4 60 



Arg Asp Tyr Val Phe Ala Lys Ala He Gly Asp Ala Glu Trp 
4 65 4 70 4 75 



.210> 3 

:211> 38 2 4 

- 2 1 2 > ON A 

- 21 3 > Ho:r.o sac i en 



nugt eaa< r ja at.: t + -oc + a-v qqaqaat:oaa -jq* qz at: a gaoviaat. gq acOqaaq, 



a l. cl (... a LLv.dc 



ct cccjaaqt 
c t d q g a t: t c c aaa'jt a at -.;a 



a gg t c 1. t Cv.:n gatqaaqtta at ucrcaaca r .|C]rt:aaaaac 



Ltt cag:: att ttcgaga :jga ctutqct ti 



-j a a aq caat 



* 3 a q a a a c a a ct 



a q c a a a a a g a t. g 1 1 c r. c a * 

a a g t. q 1. 1 c a e tcaact at a t c t q t: g a g a a q 

gact c a a t: t a g a a g t. t 1 g t c t a t g e a c t q t 

gt c cc a aa a a cactcttcaq aaqt aaq aca 

cetgagaaga agaatatgat gtcttccagg 

c c t g g a g g a a 1 1. 1. 1 g c a g a t g t a 1 t a t: g a a 

cagcttgata catattgtag gcttcctgaa 

aaaat:caca ctgtgaagat tgaacatgtg 

aagacagaag tagttcatga acctgacata 

taccatgact tccttgactt tct gact act 

gtttcaaaac caaaaaagaa eta c gag gag 

ttttggggta aagtcaeaaa agaaggaaaa 

tattgectet gctttgtgaa tgggaacct.g 

ttgecgaage gagatgaatc ctatcatgaq 

cttaactacc attttcataa gtgtgtgaat 

aagtttqtac ctctqgatgc otgccggttt 



gaga tgc eta 
e 1 1 g a a c a t c 
ctat gtgctg 
aaat ceqgat 
caat ggggac 
cagggat t ag 
cccaaggttg 
t ctt acacag 
gage aga tgc 
gt gga ggagg 
caagaaattt 
1 1 1 g 1 1 g a a a 
g a a t g c 1 1 c t 
a a g g a c t c a g 
g t a c a a g a <a t 
gagctgat gc 



1 1 g a c c a a a a 
t c c a g t ." i i a 
aagaaaatgc 
ggtctttcat 
caatt ttt ct 
a a a a a c a -a 1 1 
a g aact t c a g 
a a a a a a g g a .a 
cgaagttgqg 
a g c t g a t g a a 
c ct t gga a at 
gtgatgtgar 
t. a a actt gaa 
aaaaaaa ggg 
ttgagcaatc 
g 1 1 1 c a a g a c 



a a g c c t a a a t 
t gaga a a 
etc t teat ft 
ge + gagaatt 
gaa agt tt tg 
t aa agaga t a 
t gt agcagqa 
a t a aca t c c t 
gtc:acatcg 
gt t gee a get 
t. gt ggaeaae 
aactcaaat^ 
t gacct tgag 
gattgatat t 
aagaa t ea 1 1 
1 1 1 g t a t a a t 



.1 u « u 

1 1 4 0 
120 0 

12 60 
132 0 
1380 

14 4 0 

15 00 
15 60 



a eg a cca t ga 



ig gcaqaaqtct etqaaagct 



^aa 



a 1 1 ■ j 'a ■ - a ■ 



■...■■a q d J a u 'J 



a c: a ^. _ ^ ci 



: a t a r. a t a a a 



a a j ; .|aaga;ii a t L . ca qaa t a act. Qct'jad aadT'itaLa:] aq^a ; ; eaag t. 1 1 taaaaqae 
ttyaagcagc tctgggaaae caaqgttttg cagtetaaaq caacaqaaqa cttcttcaga 



ae ci t a ; . ' " a a e L . e t g t :actctt :a :it J qc age acaqct t gca ccdd a a a a 1 a 

a a rite g t a a a c a a oat a a t 1. a a t tatt a a t g a t. a q r. a a a a a t c 1 1 a a a a a 1 1 1 1 a - a a c a 

gcaqaactqg geacttcaaa ctccagtgca aacttta:tt ttcctqgtta teecattaat 

graccagcag gtgtgacaet acagaatqta tc:qgt:acc tttataaaaqt aaatqtaaaa 

attatagtga cagagacttc tggaagagca ggtattcate agcatccaat tcagcaagta 

at. tea a cage ttgqceagee tteageaata caaactagtg ttceaeaaet gaateeatgg 

tetetteaag eaaetaetya aaaatcacag agaat. tgaaa cegtgeeaea geaacecgea 

attctacatt etgggeeagt agataggaaa cacttagaaa atgecaeeaq tgatataett 

gtaeceectg gaaatgagca taaaatcgtg ectgaag zzz tge egt gtca tcaggaaagt 



tetea :tata 



aggtgatgta t:t:ctc:ac aggtctctca aaeaaateet 



gatgtggagt cagtgctcag tggtteagct ageatggate aaaatctgea tgatgagece 
ctctccacaa gcectcatgg ggetctccae cagcacgtga cegatateea gettcataet 
cttaaaaata ggatgtatgg atgtgattct gtaaageaac caagaaata: agaggaaecc 
agcaaeatac ctgtateaga gaaggattct aattctcagg tggatttaag cattegggtt 
act gat gat g at attggtga a a t a a t z c a a g t a g a t a g a a gcggtgatac a t c 1 1 e e a a t 



q a a q a a a t a q q a a < 1 1 a e a a q a q a t a a a a a t a a q q a t q a a t: 



qgga 



a^aat qaqa: 



: a 1 1 a a a a c 



4 0 0 



2 a 8 0 
2 6 4 0 
27 OU 
2 7 60 
2 3 2 0 
2 3 8 0 

2 5 4 0 

3 0 60 
3 L20 
3 L 8 0 
3240 
3 3 0 7) 
3 3 b a 



a * . q q a a a *. ; t ai at a ; a a a a a t q ■ C 



-'2 13 ■ 



Glu ij e i Sei G^.u Lys Sei Lys A.su The ?:u L^u Giu AVsu Gi: 



Gly Val Cys Arq Pro Asn Gly Leu I,ys Leu Asn Pro Pro Gly Leu Arq 



i j lu me Fr o ber biy oer ber oer rnr ber Ser rnr rro Leu ^or Ser 

50 55 60 



Pro lie Val Asp Phe Tyr Phe Ser Pro Gly Pro Pro Ser Asn Ser Pr>; 
•55 7 0 7 5 8 0 



Leu Ser Thr tro Thr Lys Asp Phe Pro GJ y rhe Pro Gly lie Pro Ly; 

85 90 95 



Ala Gly Thr His Val Leu Tyr Pro lie Pro Glu Ser Ser Ser Asp Ser 
10 0 105 110 



Pro Leu Ala lie Ser Gly Gly Glu Ser Ser Leu Leu Pro Thr Arg Pre 
115 120 125 



Thr Gys Lou Ser His Aia Leu Leu Pro Ser Asp His Ser Cys Thr His 



Glu Asn AJ a Ser Ser Phe Val Pro His Thr Leu Phe Arq Ser Gin Pro 
260 265 270 



Lys Ser Gly Trp Ser Phe Met Leu Arg lie Pro Glu Lys Lys Asn Met 

2 7 5 2b 0 2 8 5 



Met Ser Ser Arg Gin Trp Gly Pro lie Phe Leu Lys Val Leu Pr< 

290 29 5 300 



Gly lie Leu Gin Met Tyr Tyr Glu Gin Gly Leu Glu Lys Pro Phe Lys 
305 310 315 320 



Gin Leu Asp Pro Tyr Cys Arg Leu Ser Glu Pro Lys Val Glu 

325 330 335 



Ser Val Ala Gly Lys lie His Thr Val Lys Ae Glu His Val 
3 4 0 34 5 3 5 0 



Thr- Glu Lys Arq Lys His Ser Lys Thr- Glu Va.i. Vai His Glu 
3 55 3 00 3 65 



?u Cys Fho Va: Asr: 



u i a Leu t i 

■3 UO 



4 65 4 70 4 75 4 8 0 



Leu Asp Tyr His Fhe His Lys Cys Val Asr: Veil Sin Glu Fhe Gl u 
4 35 4 90 4 95 



Gin Ser Arg lie lie Lys Fhe Val Pro Leu Asp Ala Cys Arg Fhe Glu 
500 505 51 j 



Leu Met Arg Fhe Lys Thr Leu Tyr Asn Gly Asp Asn Leu Pro Phe Se: 
515 520 525 



Leu Lys Ser Val Val Val Val Gin Gly Ala Tyr Val Glu Leu Gin Ala 



Fhe Val Asn Met Ala Ger Leu Ala Gin Arg Ser Ser Tyr Ala. Gly Ser 
545 550 555 560 



eu Arg Ser Cys Asp Asn lie Arg lie His Phe Pro Val Pro Ser Gin 
5 65 57 0 57 5 



Trp lie Lys Ala Leu Trp Thr- Met Asn Leu Gin Arg Gin Lys. Ser Leu 
5b 0 58 5 5 90 



:ir; : : . • :-er \ i.ic 



u a v c; i r\rq 



e 9 0 



?00 



sn lie An Pro Ly: 



^r V<ii lie Glu Asp 
72 C 



Asp Val He Glu Gly Val Arg Asn Leu Phe Ala Glu Glu Gly He Glu 
725 770 735 



Gin Val Leu Lys Asp Leu Lys Gin Leu Trp Glu Thr Lys Val Leu Gin 



Ser Lys Ala Thr Glu Asp Phe Phe Arg Asn Ser He Gin Ser Pro Leu 

7 55 7 60 7 65 



: lie Thr Leu Gin 1, 

770 



Pro His Ser Leu His Gin Thr Leu Gin Ser Ser 

775 780 



Thr Ala 
78 5 



lie Pr 
7 90 



-g mr r,eu 
7 9 5 



Pro Ser Phe Thr 
8 0 0 



l 1 i L .".id 



Gly Thr Ser 
8 05 



Ser Ala Asn Phe Thr Phe Pre 
H 1 0 8 1 5 



?i: : nys 
0 



Lei: Glu Asn Ala Thr Ser Asp lie Leu Val Ser Pro Gly Asn Glu Mis 



-A's lie Val • ro Viu A] a Leu Leu Ays H i s Gin Glu Ser Aer Lis 1 y r 
f A0 935 94 0 



Ilo Ser Leu r'ro Gly Val Val ?he Ser l*io Gin Val Ser Gin Thr Asn 
94 A 95 o -5 5 ; i xj 0 



Ser Asp Val Glu Ser Val Leu Ser Gly Ser Ala Ser Met Ala Gin Asn 
96 5 C A7 0 97 5 



Leu Lis Asp Glu Ser Leu Ser Thr Ser Pro His Gly Ala Leu His Gin 
98 0 985 9 90 



His Val Thr Asp lie Gin Leu His lie Leu Lys Asn Arg Met Tyr Gly 
995 1000 1005 



Ays Asp Ser Val Lys Gin Pro Arq Asn ^le Glu Glu Pro Ser Asn 
1010 1015 ~ 1020 



lie Pro Val Ser Glu Lys Asp Ser Asn Ser Gin Val 



Asp Leu Ser 



p Ya 1 Pro Asp Leu Fhe Asp Thr Asp Asn Yd lie Yal Cys Gin 

: ; o : ■ c r ■ ip;o 



r Asp Pys 1.1 e His Arq Per Pys Asri Pys Trp Pys Phe Tyr Leu 



.lis 



s 7esp Giy Vai Pet Cys Phe Giy G-y Arq Asp Tyr Yal Phe Ala 
11 GO 1165 1170 



Ala Tie Giy Asp Ala Glu Trp 
1175 1180 



L0:- 0 

1 1 ■ 2 5 3 

12^ DNA 

P3> Homo sapien 
2 0> 

21> CDS 

22> (1) . . (30} 



00> 5 

a 1 1 c sea aqa ago aca tcq tier aac acs t a a a e t s a 1 1 taacaaagqa 
a Phe Pro Are; Ara Thr Per Phe As:; Thr 



cqaqaaga acagggaeag tgtqgqaaga ad T: s t z ct t g tgatqgcata tttqettcct 110 
.att. t st ts tggaatcatg tteasttggs t r. esq ; g a z z a aaaasacagt r. t tat t gets 170 



i : > : o 

1 3 - Home sap.i <.-n 
a i-he 1 rc Ar :j Ar j 



1 1 ■ i o 

13/- Homo oapion 
00o- 3 

aa ( Atc c c t.. o t. g a t; g 

1 3 : h 
1 1 > 1 c 
12-:- DMA 

1 3 > H o in o sapier: 

0C> 9 

t a a c c c q a atgcttaa 

1 0 
18 
DMA 

Homo oapion 



11 



1 o 




gctagctg a a c c a c t g 



:i2.- DtaA 



qot.qu:^ :. qgoct 



= .210;- 14 
.'111. !.) 4 

213 ■ Homo sari on 
■olOOo 14 

di:ta: tcata tggcacacca tcaccatcac catgtaccta aactctacag atct 54 



?10> 


1 j 


1 1 1 > 


? '1 


^ 1 2 a- 


DNA 


>13> 


Homo 



<400> lo 

aqtaatqgat cctraccact ct qoat cacc 3 0 



21C> 
21 1> 
212> 
313 > 



2 4 
PRT 

Homo SdDien 



<400> 16 



Met Gli; Thr His 



1 U 



0 O T 

1 5 



lie Ser His Ilo Sor Va L Ala Lea 

2 0 



